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ABSTRACT PRIOR LITERATURE FUTURE DIRECTIONS

The HIV-1 lifecycle requires its RNA to serve dual purpose: as a messenger RNA and Prior literature has hypothesized that the stability of the polyA region is
as genomic RNA. To dictate the function of the RNA, HIV-1 utilizes heterogenous the primary regulator of selective packaging
transcription start sites, producing RNAs beginning with either 1 (Cap1G) or 3
(Cap3G) guanosines. The number of guanosines dictates the structure of the
untranslated region of the genome, the 5'-Leader—a region essential to the

Our goal is to observe whether cap sequestration is a
dominant regulator for packaging by understanding the cap
structure of mutants from previous literature

They concluded this by running 5’RACE experiments on various mutants
designed to either stabilize or disrupt the polyA structure
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wild type HIV and various mutants designed to either disrupt or stabilize the polyA,
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they hypothesize that polyA stability dictates selective packaging. However, our packaged inefficiently packaged
work has yielded alternative results, where it was deduced that stable polyA Cap1 G Ca DBG
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