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TeraGrid (Startup Allocation): “Computational Studies on Membranes and Associated Proteins”
Awarded 50,000 SU (1/2010-12/2010).

Anton (NRBSC special call for all-atom simulations): “Simulations of a Sterol Transport Protein
(Osh4) that Tethers Membranes of the Endoplasmic Reticulum and Plasma Membrane” Awarded.
25,000 CPU hours (4/1/2011~9/30/2011).

TeraGrid (TRAC Allocation): “Molecular Simulations of Transmembrane and Membrane-associated
Proteins”. Awarded 1,074,000 SU (10/1/2010-9/30/2011) on Kraken Cray XT5.

XSEDE: “Molecular Simulations of Transmembrane and Membrane-associated Proteins”. Awarded
450,154 SU (10/1/2011-9/30/2012).
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